
 

Microbial	  biodiversity	  information	  for	  researchers	  and	  agrofood	  sector	  
 

 
Goal	  :	   a	   structured	   catalog	   of	   information	   on	   the	   way	  microorganisms	   interact	   with	  
their	  environment	  for	  several	  domains	  (health,	  agriculture,	  environment)	  
	  
Key	  achievements	  	  

• Ontology-‐based	   extraction	   and	   normalization	   of	   structured	   information	   on	  
microorganism	  habitat	  and	  phenotypes	  	  

 

• From	  a	  large	  collection	  of	  PubMed	  papers.	  
 

• High	   quality	   extraction	   of	   taxa	   and	   habitats	  
named	   entities,	   relations	   among	   them	   and	  
assignment	   to	   very	   large	   taxonomy	   (NCBI)	   and	  
ontology	   (OntoBiotope)	  measured	  on	  BioNLP-‐ST	  
benchmark.	  

 

• Information	   available	   through	   three	   on-‐line	  
public	  services	  at	  the	  MaIAGE	  IFB	  bioinformatics	  
infrastructure	  (French	  Bioinformatics	  Institute).	  	  

Processing	  PubMed	  collection	  
Documents	   2,3	  millions	  

Habitats	   18,5	  millions	  

Taxa	   8,4	  millions	  

Lives_in	  rel	   7,2	  millions	  

Phenotypes	   1	  millions	  

Expresses	  rel.	   7,2	  millions	  
	  



 

 

	  

	  
	  
	  

http://bibliome.jouy.inra.fr/demo/ontobiotope/alvisir2/webapi/search	  

	  
	  

Treemap	  visualization	  for	  
biodiversity	  analytics 

Semantic	  relational	  search	  through	  
all	  Pubmed	  references 

On-‐line	  TDM	  services	  for	  microbial	  diversity	  study	  

Florilege:	  data	  integration	  on	  
positive	  flora	  in	  food	  	  

processing,	  preservation,	  nutrient 

http://genome.jouy.inra.fr/Florilege/	  



 

 

Linking	  Wheat	  data	  with	  literature	  

for	  researchers	  and	  breeders	  

	  
 

Goal:	   Improve	  wheat	  breeding	  by	  collecting	  information	  on	  plant	  species,	  genes	  	   and	  
traits	  of	  agronomic	  interest	  and	  link	  it	  to	  experimental	  data	  
	  
Key	  achievements	   	  
	  
• Public	   semantic	   search	   engine	   on	   Wheat	  
phenotype	   information	   in	   PubMed	   Wheat	  
scientific	  literature.	  	  

 

• Integration	  with	  phenotype	  data	  as	   a	   service	   in	  
the	   international	   Wheat	   Information	   System	  
search	   tool	   (Wheat	   Initiative),	   URGI	   IFB	  
infrastructures.	  

 

• Based	  on	  the	  integration	  of	  two	  ontologies	  (WTO	  for	  general	  traits	  /	  WIPO	  observations)	  
	  

Processing	  PubMed	  collection	  
Documents	   3	  881	  

Genes	   10	  254	  

Taxa	   14	  853	  

Phenotypes	   8	  792	  

Markers	   1	  941	  
	  



 

 

	  

	  	  
	  

http://bibliome.jouy.inra.fr/demo/wheat/alvisir/webapi/search	  

Wheat	  Data	  Search	  in	  WheatIS	  	  

https://urgi.versailles.inra.fr/beta/wheatis-‐gwt/#result/term=mildew%20openminted	  



 

 

Information	  extraction	  of	  mechanisms	  involved	  in	  plant	  development	  	  

for	  researchers	  and	  breeders	  
 
 
 
 
 

Goal	   Improving	   crop	   plant	   development	   by	   a	   better	   understanding	   of	   their	  
	   biological	  mechanisms	  	  
	  
Key	  achievement	  
 

• Extraction	   of	   several	   entities	   and	   relations	  
involved	  in	  gene	  regulation	  mechanisms	  

 

• On-‐line	  relational	   semantic	  search	  engine	  on	  
plant	  developement	  on	  PubMed	  references	  

 

• Integration	   with	   genetic	   data	   of	  Arabidopsis	  
plant	   model	   in	   the	   FlagDB++	   information	  
system	  (Institute	  for	  Plant	  Science,	  IPS2).	  	  

	  

Processing	  PubMed	  collection	  
Documents	   2	  046	  

Gene	   9	  490	  

Gene	  family	   2	  

Protein	   34	  961	  

Protein	  family	   916	  

RNA	   56	  

Interaction	   2	  551	  
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WEB LINKS TO…

GENBANK, PDB, PFAM, MIPS, TAIR, ARAMEMNON, SWISSPROT, GENEVESTIGATOR, RAP-DB,

eFP-BROWSER, CATdb, GENEFARM, KOG, ARABIDOPSIS-TF, JGI, INTERPRO, GENOSCOPE, ATOMEdb…
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Plant	  functional	  analysis	  at	  FlagDB++	  	  

http://tools.ips2.u-‐psud.fr/projects/FLAGdb++/HTML/NewCPG/index.shtml	  

Semantic	  relational	  search	   

genome	  browser	   

http://bibliome.jouy.inra.fr/demo/seedev/alvisir/webapi/search	  


